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Prostate Stem Cell Antigen (PSCA) is a GPI-anchored Protein 
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PSCA Immunostaining of Primary Tumors 
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PSCA Immunostaining of Bony Metastases 
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knmunofluorescent Staining of LNCaP-PSCA Ceils 
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Immunohistochemicai Staining of Normal Prostate 
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